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Approaches and techniques:

• Work with marine bivalves

• DNA/RNA purification, qPCR

• recombinant protein production

• functional assays with bivalve cells 

Macrophage Migration Inhibitory factor

MgMIF phylogenesis, gene expression analysis, functional roles

 MIF, a key cytokine which modulates many pro-/anti-inflammatory pathways in 

vertebrates 

 What does a “cytokine” do in organisms lacking adaptive immunity? 

 We aim to improve the knowledge on the MIF gene family in mussels (Mytilus spp.). 



Macrophage Migration Inhibitory factor

MgMIF phylogenesis, gene expression analysis, functional roles



 Viruses are everywhere and play 

fundamental role in each biological 

communities. 

 Viral metagenomics on bivalves is at its 

beginnings. The study of viruses associated 

to environmental and biological samples 

reveals an unprecedented level of 

biodiversity. 

 The work aims to describe viral/host 

pathogen interactions at molecular level 

(RNA, sncRNA, protein).

Host-pathogen interactions

The RNA virosphere in marine bivalves

Approaches and techniques:

• HTS dataset production and analysis

• RNA-seq library preparation 

• Virus genome assembly and phylogenetics



 The deep sea is the widest and less known biome on Earth and deep sea viruses can greatly 

influence marine biodiversity and food web structure (ocean production, biogeochemical 

cycles, and human welfare).

 The work aims to understand viral diversity as well as current impacts on deep-sea biodiversity

and ecosystem functioning

Looking into the dark matter of seas and oceans 

Microorganism assemblages and their functional roles (VIRIDE)

Approaches and techniques:

• Protocol setting up

• Viral DNA and RNA extraction

• Library preparation/analysis

• HTS, metagenomics, bioinformatics

• Virus identity and host assignment 

https://www.carbonbrief.org/beneath-the-waves-how-the-deep-oceans-have-continued-to-warm-over-the-past-decade


